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Jubin, R. T., DelCul, G. D., Giaquinto, J. M., Meyers, E. S., Ramey, D. 

W., Owens, R. S., et al. (2009). AFCI Fuel Reprocessing R&D: 
Performance of the Coupled End-to-End Integrated Voloxidation and 
Dissolver Off-gas Treatment Systems. 

Mansfield, B. K., Martin, S. A., Mills, M., & Wyrick, J. M. (2009). 
Genomics:GTL Awardee Workshop VII and USDA-DOE Plant 
Feedstock Genomics for Bioenergy Awardee Workshop 2009. 

Mielenz, J. R. (2009). Preface (Vol. 581). New York, New York USA: 
springer humana press. 

Yang, Y. (2009). Use of Genomic DNA as A Reference in DNA Microarrays. 
Totowa, New Jersey USA: Humana Press. 

 
 
Book Chapters: 
 
Desikan, R., Tetard, L., Passian, A., Datar, R., & Thundat, T. (2009). 

Nanomechanical methods to study single cells. In K. Zengler (Ed.), 
Accessing Uncultivated Microorganisms: from the Environment to 
Organisms and Genomes and Back. Washington, D.C.: ASM Press. 

Giannone, R. J., Liu, Y., & Wang, Y. (2009). The monitoring and affinity 
purification of proteins using dual tags with tetracysteine motifs 
Methods in molecular biology (Vol. 544, pp. 421-438). Clifton, NJ: 
Springer. 

Parkinson, R. A., Dias, K. R., Horswell, J., Greenwood, P., Banning, N., 
Tibbett, M., et al. (2009). Microbial Community Analysis of Human 
Decomposition on Soil. In K. Ritz, L. Dawson & D. Miller (Eds.), 
Criminal and Environmental Soil Forensics (pp. 379-394). 
Heidelberg: Springer. 

Podar, M., Keller, M., & Hugenholtz, P. (2009). Single cell whole genome 
amplification of uncultivated organisms. In S. Epstein (Ed.), 
Uncultivated Microorganisms: Springer. 

Qiu, Y., Vishnivetskaya, T. A., & Lubman, D. M. (2009). Proteomic 
Insights: Cryoadaptation of Permafrost Bacteria. In R. Margesin 
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(Ed.), Permafrost Soils (pp. 169-181). Heidelberg: Springer. 
Vishnivetskaya, T. A. (2009). Viable Cyanobacteria and Green Algae from 

the Permafrost Darkness Permafrost Soils (pp. 73-84). 
 
 
Edited Books: 
 
Mielenz, J. (Ed.). (2009). Biofuels Methods and Protocols (Vol. 581). New 

Jersey: Humana Press. 
 
 
Journal Articles: 
 
Aklujkar, M., Krushkal, J., DeBartolo, G., Lapidus, A., Land, M. L., & 

Lovley, D. R. (2009). The genome sequence of Geobacter 
metallireducens: features of metabolism, physiology and regulation 
common and dissimilar to Geobacvter sulfurreducens. BMC 
Microbiology, 9(109). 

Allen, M. A., Lauro, F. M., Williams, T. J., Burg, D., Siddiqui, K. S., De 
Francisci, D., et al. (2009). The genome sequence of the 
psychrophilic archaeon, Methanococcoides burtonii: the role of 
genome evolution in cold adaptation. The ISME Journal, 3, 1012-
1035. 

Anderson, I., Ulrich, L. E., Lupa, B., Susanti, D., Porat, I., Hooper, S. D., 
et al. (2009). Genomic Characterization of Methanomicrobiales 
Reveals Three Classes of Methanogens. PloS one, 4(6), Online. 

Anderson, I. J., Dharmarajan, L., Rodriguez, J., Hooper, S., Porat, I., 
Ulrich, L. E., et al. (2009). The complete genome sequence of 
Staphylothermus marinus reveals differences in sulfur metabolism 
among heterotrophic Crenarchaeota. Bmc Genomics, 10, 145. 

Austin, E. E., Castro, H. F., Sides, K. E., Schadt, C. W., & Classen, A. T. 
(2009). Assessment of 10 years of CO2 fumigation on soil microbial 
communities and function in a sweetgum plantation. Soil Biology & 
Biochemistry, 41(3), 514-520. 

Berthrong, S., Schadt, C., Pineiro, G., & Jackson, R. (2009). Afforestation 
alters soil functional gene composition and biogeochemical 
processes in South American grasslands. Applied and 
Environmental Microbiology, Online. 

Berthrong, S. T., Schadt, C. W., Pineiro, G., & Jackson, R. B. (2009). 
Afforestation alters the composition of functional genes in soil and 
biogeochemical processes in South American grasslands. Applied 
and Environmental Microbiology, 75(19), 6240-6248. 

 
 
Borate, B., Chesler, E., Langston, M., Saxton, A., & Voy, B. (2009). 
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Comparison of threshold selection methods for microarray gene co-
expression matrices. BMC Research Notes, 2(1), 240. 

Borole, A., Mielenz, J., Vishnivetskaya, T., & Hamilton, C. (2009). 
Controlling accumulation of fermentation inhibitors in biorefinery 
recycle water using microbial fuel cells. Biotechnology for Biofuels, 
2(1), Online. 

Borole, A. P., Hamilton, C. Y., Vishnivetskaya, T. A., Leak, D., & Andras, 
C. (2009). Improving power production from acetate-fed microbial 
fuel cells via enrichment of exoelectrogenic organisms in flow-
through systems. Biochemical Engineering Journal, In press. 

Borole, A. P., Hamilton, C. Y., Vishnivetskaya, T. A., Leak, D., Andras, C., 
Morrell-Falvey, J., et al. (2009). Integrating engineering design 
improvements with exoelectrogen enrichment process to increase 
power output from microbial fuel cells. Journal of Power Sources, 
191(2), 520-527. 

Borole, A. P., LaBarge, S., & Spott, B. A. (2009). Three-dimensional, gas 
phase fuel cell with a laccase biocathode. Journal of Power Sources, 
188(2), 421-426. 

Borole, A. P., Mielenz, J., Vishnivetskaya, T. A., & Hamilton, C. Y. (2009). 
Controlling accumulation of fermentation inhibitors in biorefinery 
water recycle using microbial fuel cells. Biotechnology for Biofuels, 
2, 7. 

Campbell, J. H., Clark, J. S., & Zak, J. C. (2009). PCR-DGGE 
Comparison of Bacterial Community Structure in Fresh and 
Archived Soils Sampled along a Chihuahuan Desert Elevational 
Gradient. Microbial Ecology, 57(2), 261-266. 

Carneiro, A. M. D., Airey, D. C., Thompson, B., Zhu, C. B., Lu, L., 
Chesler, E. J., et al. (2009). Functional coding variation in 
recombinant inbred mouse lines reveals multiple serotonin 
transporter-associated phenotypes. Proceedings of the National 
Academy of Sciences of the United States of America, 106(6), 2047-
2052. 

Cheng, M. D., Corporan, E., DeWitt, M. J., & Landgraf, B. (2009). 
Emissions of Volatile Particulate Components from Turboshaft 
Engines Operated with JP-8 and Fischer-Tropsch Fuels. Aerosol 
and Air Quality Research, 9(2), 237-256. 

Clark, J. S., Campbell, J. H., Grizzle, H., Acosta-MartÏnez, V., & Zak, J. 
C. (2009). Soil Microbial Community Response to Drought and 
Precipitation Variability in the Chihuahuan Desert. Microbial 
Ecology, 57(2), 248-260. 

Clum, A., Nolan, M., Lang, E., Glavina Del Rio, T., Tice, H., Copeland, A., 
et al. (2009). Complete genome sequence of Acidimicrobium 
ferrooxidans type strain (ICPT). Standards in Genomic Sciences, 
1(1), 38-45. 
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Copeland, A., Spring, S., Goker, M., Schneider, S., Lapidus, A. L., 
Glavina Del Rio, T., et al. (2009). Complete genome sequence of 
Desulfomicrobium baculatum type strain (XT). Standards in 
Genomic Sciences, 1(1), 29-37. 

de Graaff, M.-A., Van Kessel, C., & Six, J. (2009). Rhizodeposition-
induced decomposition increases N availability to wild and 
cultivated wheat genotypes under elevated CO2. Soil Biology and 
Biochemistry, 41(6), 1094-1103. 

Doktycz, M. J., & Allison, D. P. (2009). Preface. Ultramicroscopy, 109(8), 
xi-xi. 

Edwards, A. N., Fowlkes, J. D., Owens, E. T., Standaert, R. F., Pelletier, 
D. A., Hurst, G. B., et al. (2009). An in vivo imaging-based assay 
for detecting protein interactions over a wide range of binding 
affinities. Analytical Biochemistry, 395(2), 166-177. 

Fletcher, B. L., Fern, J. T., Rhodes, K., McKnight, T. E., Fowlkes, J. D., 
Retterer, S. T., et al. (2009). Effects of ultramicroelectrode 
dimensions on the electropolymerization of polypyrrole. Journal of 
Applied Physics, In Press. 

Gao, H., Yang, Z. K., Barua, S., Reed, S. B., Romine, M. F., Nealson, K. 
H., et al. (2009). Reduction of nitrate in Shewanella oneidensis 
depends on atypical NAP and NRF systems with NapB as a 
preferred electron transport protein from CymA to NapA. The ISME 
Journal, 3, 966-976. 

Gardberg, A., Dice, L., Pridgen, K., Ko, J., Patterson, P., Ou, S., et al. 
(2009). Structures of A -Related Peptide Monoclonal Antibody 
Complexes. Biochemistry, 48(23), 5210-5217. 

Goltsman, D. S. A., Denef, V. J., Singer, S. W., VerBerkmoes, N. C., 
Lefsrud, M., Mueller, R., et al. (2009). Community genomic and 
proteomic analysis of chemoautotrophic, iron-oxidizing" 
Leptospirillum rubarum"(Group II) and Leptospirillum 
ferrodiazotrophum (Group III) in acid mine drainage biofilms. 
Applied and Environmental Microbiology, 75(13), Online. 

Guo, H., & Gorin, A. (2009). A peptide-linkage deletion procedure for 
estimate of energetic contributions of individual peptide groups in 
a complex environment: Application to parallel -Sheets. 
Interdisciplinary Sciences: Computational Life Sciences, 1(1), 12-20. 

Hamre, K. M., Mittleman, G., Cook, M., Blaha, C. D., Ansah, T., Philip, V. 
M., et al. (2009). Phenotypic Analysis of the Expanded Bxd Ri Lines 
of Mice for Alcohol- and Other Addiction-Related Traits. Alcoholism-
Clinical and Experimental Research, 33(6), 271A-271A. 

Han, C., Spring, S., Lapidus, A. L., Glavina Del Rio, T., Tice, H., 
Copeland, A., et al. (2009). Complete genome sequence of 
Pedobacter heparinus type strain (HIM 762-3T). Standards in 
Genomic Sciences, 1(1), 54-62. 
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Hervey, W. J., Khalsa-Moyers, G., Lankford, P. K., Owens, E., McKeown, 

C. K., Lu, T. Y., et al. (2009). Evaluation of Affinity-Tagged Protein 
Expression Strategies Using Local and Global Isotope Ratio 
Measurements. Journal of Proteome Research, 8(7), 3675-3688. 

Hildebrand, M., Holton, G., Joy, D. C., Doktycz, M., & Allison, D. P. 
(2009). Diverse and conserved nano- and meso-scale structure of 
diatom silica revealed by atomic force microscopy. Journal of 
Microscopy, 235(2), 172-187. 

Jansen, R., Tesson, B., Fu, J., Yang, Y., & McIntyre, L. (2009). Defining 
gene and QTL networks. Current Opinion in Plant Biology, 12(2), 
241-246. 

Joshi, G. S., Romagnoli, S., Verberkmoes, N. C., Hettich, R. L., Pelletier, 
D. A., & Tabita, F. R. (2009). Differential accumulation of form I 
RubisCO in Rhodopseudomonas palustris CGA010 under 
photoheterotrophic growth conditions with reduced carbon 
sources. Journal of Bacteriology, 191(13), 4243-4250. 

Kalluri, U. C., Hurst, G. B., Lankford, P. K., Ranjan, P., & Pelletier, D. A. 
(2009). Shotgun proteome profile of Populus developing xylem. 
Proteomics, 9(21), 4871-4880. 

Karpinets, T. V., Obraztsova, A. Y., Wang, Y., Schmoyer, D. D., Kora, G. 
H., Kothe, T. B., et al. (2009). Conserved synteny at the protein 
family level reveals genes underlying Shewanella species' cold 
tolerance and predicts their novel phenotypes. PLoS Computational 
Biology, Online. 

Karpinets, T. V., Pelletier, D. A., Pan, C., Uberbacher, E. C., Hettich, R. 
L., & Samatova, N. F. (2009). Phenotype fingerprinting suggests the 
involvement of single-genotype consortia in degradation of 
aromatic compounds by Rhodopseudomonas palustris. PLoS ONE, 
4(2), e4615. 

Kataeva, I. A., Yang, S. J., Dam, P., Poole, F. L., Yin, Y., Zhou, F. F., et al. 
(2009). Genome Sequence of the Anaerobic, Thermophilic, and 
Cellulolytic Bacterium "Anaerocellum thermophilum" DSM 6725. 
Journal of Bacteriology, 191(11), 3760-3761. 

Keller, M., & Hettich, R. (2009). Environmental Proteomics: a Paradigm 
Shift in Characterizing Microbial Activities at the Molecular Level. 
Microbiology and Molecular Biology Reviews, 73(1), 62-+. 

Kharaka, Y. K., Thordsen, J. J., Hovorka, S. D., Seay Nance, H., Cole, D. 
R., Phelps, T. J., et al. (2009). Potential environmental issues of 
CO2 storage in deep saline aquifers: Geochemical results from the 
Frio-I Brine Pilot test, Texas, USA. Applied Geochemistry, 24(6), 
1106-1112. 

Kim, S. S., Rahman, T., Senesac, L. R., Davison, B. H., & Thundat, T. G. 
(2009). Piezoresistive cantilever array sensor for consolidated 
bioprocess monitoring. Scanning, 31(5), 204. 
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Land, M. L., Lapidus, A. L., Mayilraj, S., Chen, F., Copeland, A., Glavina 

Del Rio, T., et al. (2009). Complete genome sequence of 
Actinosynnema mirum type strain (101T). Standards in Genomic 
Sciences, 1(1), 46-53. 

Land, M. L., Pukall, R., Abt, B., Goker, M., Rohde, M., Glavina Del Rio, 
T., et al. (2009). Complete genome sequence of Beutenbergia 
cavernae type strain (HKI 0122T). Standards in Genomic Sciences, 
1(1), 21-28. 

Learman, D. R., Yi, H., Brown, S. D., Martin, S. L., Geesey, G. G., 
Stevens, A. M., et al. (2009). Involvement of Shewanella oneidensis 
MR-1 LuxS in Biofilm Development and Sulfur Metabolism. 
Applied and Environmental Microbiology, 75(5), 1301-1307. 

Lee, D., Kim, S. S., Jung, N., Thundat, T. G., & Jeon, S. (2009). Effects of 
gold patterning on the bending profile and frequency response of a 
microcantilever. Journal of Applied Physics, 106(2), 024310. 

Lehman, J. M., Laag, E., Michaud, E. J., & Yoder, B. K. (2009). An 
Essential Role for Dermal Primary Cilia in Hair Follicle 
Morphogenesis. Journal of Investigative Dermatology, 129(2), 438-
448. 

Li, Y. L., Pfiffner, S. M., Dyar, M. D., Vali, H., Konhauser, K., Cole, D. R., 
et al. (2009). Degeneration of biogenic superparamagnetic 
magnetite. Geobiology, 7(1), 25-34. 

Madden, A. S., Palumbo, A. V., Ravel, B., Vishnivetskaya, T. A., Phelps, 
T. J., Schadt, C. W., et al. (2009). Donor-dependent Extent of 
Uranium Reduction for Bioremediation of Contaminated Sediment 
Microcosms. Journal of Environmental Quality, 38(1), 53-60. 

Madden, M. E., Ulrich, S., Szymcek, P., McCallum, S., & Phelps, T. 
(2009). Experimental formation of massive hydrate deposits from 
accumulation of CH4 gas bubbles within synthetic and natural 
sediments. Marine and Petroleum Geology, 26(3), 369-378. 

Maingi, R., Osborne, T. H., LeBlanc, B. P., Bell, R. E., Manickam, J., 
Snyder, P. B., et al. (2009). Edge-Localized-Mode Suppression 
through Density-Profile Modification with Lithium-Wall Coatings in 
the National Spherical Torus Experiment. Physical Review Letters, 
103(7), Online. 

Mao, J., Wang, B., & Dai, Y. (2009). Sensitivity of the carbon storage of 
potential vegetation to historical climate variability and CO 2 in 
continental China. Advances in Atmospheric Sciences, 26(1), 87-
100. 

McGown, D., Bakermans, C., Ruskeeniemi, T., Ahonen, L., Telling, J., 
Boettiger, R., et al. (2009). Microbial sulfur cycling and iron 
reduction in subpermafrost saline fracture water at the Lupin Gold 
Mine, Nunavut, Canada. Microbial Ecology, 4, Online. 
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Mielenz, J. R. (2009). Introduction to Session 10: The New Biofuels 
Industry: Biomass Environmental Feasibility and Sustainability. 
Applied Biochemistry and Biotechnology, 156(1-3), 91-92. 

Mielenz, J. R., Bardsley, J. S., & Wyman, C. E. (2009). Fermentation of 
soybean hulls to ethanol while preserving protein value. 
Bioresource Technology, 100(14), 3532-3539. 

Miller, R., & Keller, M. (2009). The DOE BioEnergy Science Center-a US 
Department of Energy Bioenergy Research Center. In Vitro Cellular 
& Developmental Biology-Plant, 45(3), 193-198. 

Morris, J. J., Kirkegaard, R., Szul, M. J., Johnson, Z. I., Buchan, A., 
Keller, M., et al. (2009). Use of Heterotrophic "Helpers" Improves 
Cultivability of Phytoplankton. Journal of Phycology, 45, 16-16. 

Mortensen, N. P., Fowlkes, J. D., Sullivan, C. J., Allison, D. P., Larsen, N. 
B., Molin, S., et al. (2009). Effects of Colistin on Surface 
Ultrastructure and Nanomechanics of Pseudomonas aeruginosa 
Cells. Langmuir, 25(6), 3728-3733. 

Nelson, R. G., Hellwinckel, C. M., Brandt, C. C., West, T. O., Ugarte, D. 
G. D., & Marland, G. (2009). Energy Use and Carbon Dioxide 
Emissions from Cropland Production in the United States, 1990-
2004. Journal of Environmental Quality, 38(2), 418-425. 

Onstott, T., Colwell, F. S., Kieft, T. L., Murdoch, L., & Phelps, T. J. 
(2009). New Horizons for Deep Subsurface Microbiology. Microbe 
Magazine, Online. 

Parks, J. M., Guo, H., Momany, C., Liang, L., Miller, S. M., Summers, A. 
O., et al. (2009). Mechanism of Hg-C Protonolysis in the 
organomercurial Lyase MerB. Journal of the American Chemical 
Association, 131(37), 13278-13285. 

Petridis, L., & Smith, J. C. (2009). A Molecular Mechanics Force Field for 
Lignin. Journal of Computational Chemistry, 30(3), 457-467. 

Phatak, P., Frahmcke, J. S., Wanko, M., Hoffmann, M., Strodel, P., 
Smith, J. C., et al. (2009). Long-Distance Proton Transfer with a 
Break in the Bacteriorhodopsin Active Site. Journal of the American 
Chemical Society, 131(20), 7064-7078. 

Qiu, Y., Vishnivetskaya, T., Qiu, W., & Lubman, D. M. (2009). Effect of 
growth temperature nd culture medium on the cryotolerance of 
permafrost Exiguobacterium sibericum 255-15 by proteome-wide 
mass mapping. Open Proteomics Journal, 2, 8-19. 

Raman, B., Pan, C., Hurst, G. B., Rodriguez Jr, M., McKeown, C. K., 
Lankford, P. K., et al. (2009). Impact of Pretreated Switchgrass and 
Biomass Carbohydrates on Clostridium thermocellum ATCC 27405 
Cellulosome Composition: A Quantitative Proteomic Analysis. PloS 
one, 4(4), Online. 

Retterer, S. T., Wells, S. M., & Sepaniak, M. (2009). Characterization and 
Detection of Uranyl Ion Sorption on Silver Surfaces using Surface 
Enhanced Raman Spectroscopy. Journal of Raman Spectroscopy, 
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81, 8061-8067. 
 
 
 
Reysenbach, A., Hamamura, N., Podar, M., Griffiths, E., Ferreira, S., 

Hochstein, R., et al. (2009). Complete and draft genome sequences 
of six members of the Aquificales. Journal of Bacteriology, 191(6), 
1992-1993. 

Rodriguez, M., & Greenbaum, E. (2009). Detection limits for real-time 
source water monitoring using indigenous freshwater microalgae. 
Water Environment Research, 81(11), 2363-2371. 

Rusch, G. M., Bast, C. B., & Cavender, F. L. (2009). Establishing a point 
of departure for risk assessment using acute inhalation toxicology 
data. Regulatory Toxicology and Pharmacology, 54(3), 247-255. 

Saccone, S. F., Chesler, E. J., Bierut, L. J., Kalivas, P. J., Lerman, C., 
Saccone, N. L., et al. (2009). Supplementing High-Density SNP 
Microarrays for Additional Coverage of Disease-Related Genes: 
Addiction as a Paradigm. PLoS ONE, 4(4), Online. 

Schulz, R., Krishnan, M., Daidone, I., & Smith, J. C. (2009). 
Instantaneous normal modes and the protein glass transition. 
Biophysical Journal, 96, 476-484. 

Senesac, L. R., Yi, D., Greve, A., Hales, J. H., Davis, Z. J., Nicholson, D. 
M., et al. (2009). Micro-differential thermal analysis detection of 
adsorbed explosive molecules using microfabricated bridges. 
Review of Scientific Instruments, 80(3). 

Song, M., Lewis, C. K., Lance, E., Chesler, E. J., Kirova, R., Langston, M. 
A., et al. (2009). Reconstructing Generalized Logical Networks of 
Transcriptional Regulation in Mouse Brain from Temporal Gene 
Expression Data. EURASIP Journal on Bioinformatics and Systems 
Biology, Online, Article ID 545176, 545113 pages. 

Splettstoesser, T., Noe, F., Oda, T., & Smith, J. C. (2009). Nucleotide-
dependence of G-actin conformation from multiple molecular 
dynamics simulations and observation of a putatively 
polymerization-competent superclosed state. Proteins-Structure 
Function and Bioinformatics, 76(2), 353-364. 

Syed, M. H., Karpinets, T. V., Leuze, M. R., Kora, G. H., Romine, M., & 
Uberbacher, E. C. (2009). ShewRegDB: a Visualization 
Environment for Integration of Experimental and In Silico Derived 
Regulatory Information in Shewanella oneidensis MR-1. 
Bioinformation, 4(4), 169-172. 

Tetard, L., Passian, A., & Thundat, T. (2009). New modes for subsurface 
atomic force microscopy through nanomechanical coupling. Nature 
Nanotechnology, 5, 105-109. 

Van Neste, C., Senesac, L., & Thundat, T. (2009). Standoff Spectroscopy 
of Surface Adsorbed Chemicals. Analytical chemistry, 81(5), 1952-
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Extremophiles, 13(3), 541-555. 
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enabled discovery of disease networks. Physiological Genomics, 39, 
169-171. 

Walker, C., He, Z., Yang, Z. K., Ringbauer, J., HE, Q., Zhou, J., et al. 
(2009). The electron transfer system of synthrophically grown 
desulfovibrio vulgaris. Journal of Bacteriology, 191(18), 5793-5801. 

Walker, C., Stolyar, S., Chivian, D., Pinel, N., Gabster, J., Dehal, P., et al. 
(2009). Contribution of mobile genetic elements to Desulfovibrio 
vulgaris genome plasticity. Environmental Microbiology, 11(9), 
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Wong-Ng, W., Otani, M., Levin, I., Schenck, P., Yang, Z., Liu, G., et al. 
(2009). A Phase Relation Study of Ba-Y-Cu-O Coated-Conductor 
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